Evaluation of Geometric & Probabilistic Distance
Measures to Retrieve Electron Density Patterns for
Protein Structure Determination

™

feature TEXTAL™ -
gh-

-ra

TEXTAL™



(Fig

error-

TEXTAL™

(w

TEXTAL™

correlation

-and-

™

-10

orie

skewne

™




e
feature-

3.0

TEXTAL™

method

sm

[sm(gm; —sim(g,m )]/ (g,my

_ th
|
sim sim

1/
n Swixj - "

fe

Ln

x.y/X]iyl-

™



get:

de

f(dm, Ss

f(dim,Sp

-FI2 SS|»1/2

p)

F2 o (12
Sol

p)

%, Ss

-m)" Sp”(d-mp -

)
Ss So

-(d-my)" S (d-my/2]

-(d-mp)" Sp(d-mp)/2]

nb,Sp

-m)" Ss™(d-my)

sho

k
d
I
1.2
0.02 24.5
0.03 57.5
0.04 106.9




(L1
(L2

0.01)

6000
5000
4000 ——<&—Probabilistic __
~——— Manhattan —4&—Probabilistic
3000 Euclidean +Manlhanan
|3 Euclidean
2000 —¥—Cosine L
—¥—Cosine
1000
0
0.01 0.02 0.03 0.04 500 1000 1500 2000 2500
Tolerance
obj
m Ss M Sp
3

high-




(CPRV)

2003.

™

Artific

Representation



